Supplemental Figure 1. Abnormally large horizontal cells persist in RbCKO retina for several months. H&E stained sections show continued pan-retinal degeneration and the presence of irregular-shaped nuclei in the INL of RbCKO retina at late postnatal ages (B,E,H and K) compared to control (Six3-Cre + ;Rb1 +/+ , Rb1 lox/+ , Rb1 lox/lox ) retina (A,D,G and J). (C,F,I and L) Calbindin immunostaining verifies that the giant cells in RbCKO retina are horizontal cells. Scale bars = 25 µm. Supplemental Figure 2. Morphometric nuclear analysis of INL cells at 4.5 months. SYTOX green counterstained sections were used to hand trace the nuclear outlines of cells in the INL at 4.5 months in control (Rb1 lox/+ ) (A) and RbCKO (B) retina. (B') Magnification of boxed area in B shows large nuclei in the INL of RbCKO retina. (C and D) Representative digitized images from traced SYTOX green labeled nuclei were used to calculate the cross-sectional nuclear area of INL cells for control (C) and RbCKO (D) retina at 4.5 months. (E) Frequency histogram showing the distribution of cross-sectional nuclear area for cells in the INL of control (green) and RbCKO (blue). Data from P26 control (black) and RbCKO (red) (Figure 2E) are included for comparison. RbCKO horizontal cells (blue, inset) show a distribution which extends toward larger areas as was observed at P26 (Figure 2E). Scale bars = 20 µm.
Supplemental Figure 3. No change in the percentage of horizontal cells in RbCKO retinas. Quantification of calbindin + horizontal cells in control (black bars;
Six3-Cre + ;Rb1 lox/+ , Rb1 lox/+ , Rb1 lox/lox ) and RbCKO (red bars) retina at P7 and P10. Similar percentage of horizontal cells in control and RbCKO at P7 (P = 0.54, two-tailed t-test) and at P10 (P = 0.24, two-tailed t-test). Comparison of genotypes across ages also revealed no difference. (P = 0.47, one-way ANOVA followed by Tukey's post hoc test). Shown is the mean ± SD of three independent experiments for each age and genotype. (S) Age dependent increase in the number of mitotic cells with three centrosomes (*P< 0.05, one-way ANOVA followed by Tukey's post hoc test). Number in parentheses indicates the total number of PH3 + cells analyzed. Shown is the mean ± SD of three independent experiments for each age and genotype. Scale bar = 5 µm. 
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